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Tabel 1- Primers list, sequence & polymorphism observed in honey bees races

Rang of Total Number of Percent 01: Polymorphism
. Temperature . polymorphic .
No Primer fragment of the primer number polymorphic fragments Information

Sizes (bp) p of fragments fragments g Content
P1 (AGA)s GT 100- 100 52 12 1 8.33 0.111
P2 (GAG)s AC 200- 750 52 9 2 22.22 0.148
P3 (GAG)s AA 150- 700 52 9 1 11.11 0.049
P4 (ACA); CG 200- 100 52 7 3 42.85 0.253
Total - - 45 8 84.52 0.562
Average - - - - 16.90 0.112
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Fig. 2- Agarose gel 2% primer 2(P2) with molecular marker Fig. 1- Agarose gel 2% primer 1(P1) with molecular marker
100 base- pair ladder 100 base- pair ladder

100 bp S L 5l eslanad LO S5LT am,s Y 5,81 J5-F Js 100 bp S ,Le 5l eslizad LY S5LT s ¥ 5,81 J5 -7 IS
Fig. 4- Agarose gel 2% primer 4(P4) with molecular marker Fig. 3- Agarose gel 2% primer 3(P3) with molecular marker
100 base- pair ladder 100 base- pair ladder

(M= Marker, Ko= Kordestan, Kh= Khozestan, Es= Esfahan)
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Fig. 5- The number of bands produced in the bee population of three provinces
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Tabel 2- The genetic similarity coefficient (the low part) and genetic distance (The top part) between three population of bees

based on ISSR marker
population Kordestan Khozestan Esfahan
Kordestan 0.15 0.20
Khozestan 0.84 0.18
Esfahan 0.79 0.81 e
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Fig. 7- Dendogram generated by UPGMA Cluster analysis based on Jaccard's coefficient for populations of bees
from three provinces
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Abstract

Microsatellite markers ISSR were used for isolation of Apis mellifera L. from populations of
Kurdistan, Khuzestan and Esfahan. DNA was extracted from worker bees by optimized salting
method. Reproducing was done by 4 pairs of ISSR Primers. The obtained bands were visible using
2% agaroz gel & satining with ethidium bromaid. The Bands pattern was recorded by presence (1)
or absence (0) method. Total of 45 bands were observed which of 84.52 were diffrent.The cluster
analysis based on jaccard similarity cofficient indicated the genetic distance. Populations of
Kurdistan & Khuzestan were located in group (I) and Esfahan in group (II). Therefore, populations
of Kurdistan and Khuzestan provinces showed the highest similarity.
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