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Acinetobacter juni strain L1 165 ribosomal BNA gene,_partial sequence

Acinetobacter woffi strain LM-PKY'3 165 ribogomal RNA gene, partial sequence

Acinetobacter baumannii strain HAC12 163 ribosomal BNA gene, partial sequence

Acinetobacter baumannii strain HACS 165 ribosomal RNA gene, partial sequence

Acinetobacter baumannii strain HACY 185 ribosomal RNA gene, partial sequence

Acinetobacter baumanni strain HACS 188 ribosomal RNA gene, partial sequence

Acinetobacter baumannii strain HAC1 165 ribosomal RNA gene, partial sequence

Acinetobacter guilouiae strain A-S027 168 ribosomal RNA gene, partial sequence

Acinetobacter juni strain A-5021 185 ribosomal RNA gene, partial sequence

Acinetobacter juni strain A-3020 163 ribosomal RNA gene, partial sequence

Acinetobacter modestus strain A-S010 165 ribosomal RNA gene, partial sequence

Scientific Name

Acinetobacter junii
Acinetobacter lwoffi
Acinetobacter baumanni
Acinetobacter baumanni
Acinetobacter baumanni
Acinetobacter baumanni
Acinetobacter baumanni
Acinetobacter guillouiae
Acinetobacter junii
Acinetobacter junii

Acinetobacter modestus

Acinetobacter woffii strain CMCC(B)25202 165 ribosomal RNA gene, partial sequence Acinetobacter lwoffi

Acinetobacter baumannii strain CMCC(B)25020 185 ribosomal RNA gene, partial sequ...

Acinetobacter pittii strain CMCC(B)25018 185 ribosomal RNA gene, partial sequence
Acinetobacter pittii strain CMCC(B)25016 163 ribosomal BNA gene, partial sequence

Acinetobacter sol strain L4CC2 165 ribozomal RNA gene, partial seguence

Acinetobacter baumannii strain L4CC1 165 ribosemal RNA gene, partial sequence

Acinetobacter gp. strain HRE 165 ribegomal RNA gene, partial sequence

Acinetobacter sp. strain HCT 163 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain HC4 165 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH3-8 185 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH2-7B 165 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH2-5B 165 ribozomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH3-7 185 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH3-5 185 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH3-4 185 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH2-7 165 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain JWDH2-5 165 ribosomal RNA gene, partial sequence

Acinetobacter sp. strain F9 185 ribosomal RNA gene, partial sequence

Acinetobacter gol strain P2 185 ribegomal RMNA gene, partial sequence

Acinetobacter baumannii 165 ribosomal RNA gene, partial seguence

Arinetnharter 2n strain IMFT34724 1R2 rihnenmal BNA nene nartial eemienee

Acinetobacter baumanni
Acinetobacter pittii
Acinetobacter pittii
Acinetobacter soli
Acinetobacter baumanni
Acinetobacter baylyi
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter sp.
Acinetobacter soli
Acinetobacter baumanni
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WMW418196.1
MW415273.1
MW367566.1
WMW367565.1
MW367564 1
WMW3B7563.1
MW367562.1
WMW356845 1
WMW356830.1
MW356829. 1
WMW356792 1
WMW282036.1
WMW282035.1
WMW282034 1
MW282033.1
WMW281756.1
WMW281755.1
WMW281751.1
MW2E1744.1
MW2B1743.1
WMW281741.1
MW275288 1
WMW279283 1
MW279292.1
WMW279281.1
WMW279279.1
WMW273278 1
WMW279275.1
WMW279273.1
WW2B5771.1
MW269659.1
MW2628580.1
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domain Bacteria (0/20/1502570)
phylum Proteobacteria (0/20/429685)

1L HH ]

Ooooodooooooooooooon

class Gammaproteobacteria (0/20/209322)
order Pseudomonadales (0/20/59843)
family Moraxellaceae (0/20/26555)
genus Acinetobacter (0/20/13583)

S000000351  not_calculated 1.
5000001137 not_calculated 1.
S000001872  not_calculated 1.
S000002617 not_calculated 1.
5000002678  not_calculated 1.
5000003452  not_calculated 1.
5000005818  not_calculated 1.
S000008403  not_calculated 1.
S000008827 not_calculated 1.
5000010335 not_calculated 1.
S000010336  not_calculated 1.
5000010762 not_calculated 1.
S000011143  not_calculated 1.
S000011544 not_calculated 1.
5000012980 not_calculated 1.
5000013021  not_calculated 1.
S000014585 not_calculated 1.
5000014698  not_calculated 1.
S000014926 not_calculated 1.
5000015221  not_calculated 1.

000 1384
000 1357
000 1374
000 1294
000 1361
000 1366
000 1336
000 1357
000 1364
000 1306
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000 1275
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000 1410
000 1371
000 1438
000 1349
000 1387
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