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Forward Inner AGATCTGGATATTGTATGTGAAAGGTG
Reverse Inner CAAAGGACTGCAGTTTACTAGTAGTGA
Forward Outer CTGAGAAGGAGCCACCTAGTAAG
Reverse Outer GAAACATATATCAGAGGTCTCTGCAGG
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Forward GAT TAA ATC AAG AAA ATG GGA ATT CAA AG 60 29 mer 261

Reverse GAG AAATAC ATACTA ACAAAT GACAGAC 58.6 28 mer 261
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Features: DnA mismatch repair protein Mlhi isoform 8
DNA mismatch repair protein Mihi isoform X1
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sbjct 37000922 TG CTTTTTGGTATCTARCAGAARGAAGATCTGGATATTGTATGTGAA 37000981

Query 61 AGGTTCACTACTAGTARACTGCAGTCCTTTGAGGATT TAGCCAGTATTTCTACCTATGGE 120

AR N N Ny
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AN N N N
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Query 181 TTGTCTGTCATTTGTTAGTATGTATTTCT 209

PLEDTEEEE el
Sbjct 37001102 TTGTCTGTCATTTGTTAGTATGTATTTCT 37001130

L_’M‘)J \" LSJ)J‘}MMLH] :)3 Phegoval OK:{[?- W)}A;;i°udﬁ*’?é\ﬁjﬁjbi AN oJL»::Jﬁ
%J;cMWSNP Q;@Ad‘}.}g‘ju_} LSJ\JJJ oMCMSLSI\)S

Chromas asb » 3 eslazwl U MLHI &5 Phe80Val -t s b 5IGT Vet



el e esls Ol 0oled IS s o =5 56T Chromas wb , KaS w Iy s =l

.Jﬁw.;o.)\.!ﬁuﬁjlé_;b)jﬁ aK.ile-)J L;’}ﬁ"'"uﬁ"’ 4.;‘3{};.“.& [GSUUH S WA QLL.:J@)J 45)}14_&«.&

| |

’ \ |
il \\ \]‘ |l
TR ] T
‘ NI“[ w‘ ‘ \I‘I‘M ‘\\M\“H]r ﬂ

| {w”l\\ Ll /I , |
'(“\ H/! [L il ‘! /m‘ Il \w ﬂ“‘ |

‘H
“}W\‘H\\s‘l‘}“‘ ‘_mejt‘_A\\1\]”1“““‘) H!‘”/( ‘Y U\‘\l H\H‘[\\\\l\

JA LR

I
" 14
N I

Ll \H 1
I\

HM
[
I

el o3> 0LES i 53 oS glailes Chromas wt, L MLHT o5 Phe80Val ol 50 sl 6 ooz IS

.))JJQJGML:J#JJJA elf.llk).) UJ}:MU}» M}i}h”.h C,\.w‘

IR I R
W5 1 of Ml Jols ailes a8 U3 AY 5 el 063 S50 55055 Ol o cp SodilS Olbasss Ol e

S S35 4 5 6 SNE snsl @ 0pSE Glinbie il S O 355 jee b 53 el Sas
5 @l O el e Ol e (V) 3510 355 Sl ) Sl A L i ) sk S
b s Jad byl Jlad oI ol 0B 55 S35 slaolb w5 20 S e e o Sl
1A Olass JLG gl Ol o (A) sl O3 55 mls Ol (el Oliess IS o O e 5 (0 %
3 ooy asii s oS bl sldas o K85 1) el Gla et AY0 5 Olhess la et
XISl 53 (ol gl oo il 36 065 e sk 53 Oltesss Ol 4 (Ol Sl ool LS o

(A-\Y) il s



4 5 5,05 DNA oS 03 oS BB SE Sl sl sl Gl ole Joadly 520y MLHL &3
Kos gl Sy ol Complex cplaS o S 55d ¢l DNA S Hi;.ﬁ S Slalasl s,
LS o Salen dS o b o HDNA LSS b s el sbl glallax oS 1,

0 Ik Ol g S Lol a8 eSS s gla 05 Sl pa g8 eSS O3 MLHL O
o b Jple (S o 8 aes 4 gl &S s Je S L5 DNA slzdl exs (V8) K5
el OF 3 a5 55 ghls 32 a s 0 81 Wlenspd Olb w4 2w Ll o &S S Ay LSl g
o kbl SOl ey Sl 05 g (VO)ASL ey ol oS 51 (S MLHL 03 S
s OB b Kos s Oless o WJS S O Sl s sl e ) ek
oS5 55 Ol Al gl sl ls QELMLHTL 0355 i b 03 S S (08D
i $oloo) Solme 5 edas ¢ S S 0355 Ol (0 S D 52l SOL (S 0 e ot
53 badad 5l b g el Ol e aels (hls sl 45 o L ol 4 ol sl sdoeze <YL Lo g2 0L
Cilises pdizes Lo 5 MLHL 03 (5 pax 55 dlises gla igr (Y0).cd S dal o )1 3 0l s (5 0
o o esls QLS T ol Jad 3 45 shailes (F ojled Jsde) el 455 13 s 3550
Ol oS slailen sl a2 8 515 s 3550 MLHT 05 0500l 50 b DL I 3 alies (gls s 50
Oty Ol e ¢ ot Ol o 0 5 Ol o ol iliies (5ls (5l 51 (S0l b s oSSl a0t o3l
sl 53 355 sla ol (VL Sy odins LS 5 Ll o0 Lo o Ol Ol 5 o 4ilas O
555 (Sobey

w;)‘}wjfb_)ymduu;jlﬂuJ‘)‘JﬁdT)JASMLHl QJW)}A&VQJWJJJ?

10



SNPs Gene CEU haplotypes

1 2 3 4 5 f 7 8
rs1800743 MLHI G G A G G A A G
rs3774341 MLHI C A A C A A A C
rs1799977 MLHI G A A A A A G A
rs1558528 MLHI A C C A C C C C
rsO8T6116 MLHI G A A G A A A i
rs 749072 LRRFIP2 T T C T C T C T
Haplotype frequencies: % 333 26.6 17.5 15.0 4.1 L6 L6 0.8
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Abstract

Abstract Background and aim: The ovary is in the form of two small tubers on the two sides of
the uterus that are covered by the end of the ovarian tube. Since more than two-thirds of the
cases of ovarian cancer have spread to the abdominal cavity at the time of diagnosis, they are
almost untreated. Also, the survival of these patients has not been significantly improved in the
last three decades; however, screening methods for ovarian cancer are not economical, so it
seems that studies for early diagnosis of the disease are beneficial. epithelial cancer accounts
for 90% of the ovarian malignancies and 1/4 of the female genital malignancies, and because
of its late diagnosis, it has the highest rate of mortality among all malignancies in the genital
tract. The cancer is the sixth female cancer in Western countries and the fifth cause of cancer
deaths in women in the United States of America. Multiple genes are involved in the onset and
onset of this cancer. There are also changes in the micro-RNA that controls the expression of
the gene in the cancer. Changes in the pattern of motility in the promoter region of genes are
also other causes of ovarian cancer.

Materials and Methods: In this study, the samples were collected from patients and healthy
people from the pathological laboratory of Jam in the province of Guilan, which was originally
received for collecting samples from patients. The study population included 25 individuals
with ovarian cancer and 25 healthy people at different ages. Blood samples were collected in
EDTA containing 3 cc vials and stored at -20 ° C. The kit was used to extract (DNA) genomic
blood from blood. Then, gene (Phe80Val) was used to investigate its polymorphism using
Tetra ARMS-PCR method. Results: Among the samples, none of the samples showed
mutation, and two samples were sent out for sequencing, and the nucleotide position was
observed without any changes. Conclusion: In general, the results of this study showed that
there is no relationship between mutation of MLH1 gene (rs63749990) and ovarian cancer in
these samples, although it is necessary to study more samples in other regions of

Iran.
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