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Abstract

Background & Aim: Epithelial ovarian cancer accounts for 90% of ovarian malignancies and
25% of gynecologic cancers. Since it is diagnosed late, it has the highest mortality rate among all
malignancies of the female reproductive system. Moreover microRNA genes, which regulate gene
expression, are observed in ovarian cancer. So, changes in methylation patterns in gene promoter
regions are also among the events associated with ovarian cancer.

Materials & Methods: In the present study, samples including normal and cases were collected
from hospitals of north of Iran . The samples including twenty five individuals women with ovarian
cancer and twenty five individuals women with normal situation in different ages. A commercial
kit was used to extract genomic DNA from human blood. The Val80Phe locus of the MLH1 gene
was then examined for polymorphism using the Tetra ARMS PCR technique, then for final
confirmation of the Tetra ARMS PCR technique, were designed a pair of primers and done PCR
sequencing technique.

Results:No mutations were observed between normal and cases. Then two samples were
sequenced and no observed single nucleotide polymorphism between them.

Conclusion: Overall, the findings of the present study indicated that there was no association
between the MLH1 Val80Phe polymorphism and ovarian cancer in the examined samples.
However, further studies on larger sample sizes from other regions of Iran are needed.
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