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Phylogenetic study of the bacterium causing orchid soft rot disease in
Pakdasht region
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Table 1. Specific primer sequencing of EXPCCF/R, Y1/Y2 and ADE1/2 and two housekeeping genes
primer of Recombinase A and RNA polymerase beta sub unit
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Primer Sequence Size

Y1/Y2 (5"TTACCGGACGCCGAGCTGTGGCGT3Y)/ 434hp
(5°CAGGAAGATGTCGTTATCGCGAGT3Y)

ADE1/ADE?2 (5°GATCAGAAAGCCCGCAGCCAGATS3Y)/ 420bp

(5 CTGTGGCCGATCAGGATGGTTTTGTCGTGC 3)

EXPCF/EXPCR (5 GAACTTCGCACCGCCGACCTTCTA3')/ 550bp
(5 GCCGTAATTGCCTACCTGCTTAAG3))

recAl/recA2 (5 GGTAAAGGGTCTATCATGCGS')/ 730bp
(5 CCTTCACCATACATAATTTGGAS)

rpoB (CM8L/CM32) (5CAG TTC CGC GTT GGC CTG3")/ (5CGGACCGGC  637bp

CTG ACG TTG CATS3)
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Fig. 1. Pathogenisity test of Dickeya sp. strains on Orchid leaves
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Fig. 2. Phylogenetic tree showing the relationship of the Orchids soft rot bacterial strains on the
basis of RNA Polymerase beta subunit sequence alignment, a phylogenetic tree was constructed
using the neighbour-joining method. Stability of the tree was assessed by 1, 000 bootstrap
replications by Mega5 software.
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Fig. 3. Phylogenetic tree showing the relationship of the orchids soft rot bacterial strains on the

basis of recA sequence alignment. The tree was constructed using the neighbour-joining method.
Stability of the tree was assessed by 1, 000 bootstrap replications by Mega5 software.
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