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Abstract

Background & Objectives.: Escherichia coli O157:H7 is one of the main foodborne pathogen that
cause severe gastrointestinal issues and death. Cattle are the major reservoir for E. coli O157:H7.
During the slaughtering process, £. coli O157:H7 enter to food chain. Identifying the source of
contamination plays important role in the control of bacteria. The purpose of this study is
molecular typing and determining of genetic relationships among E.coli O157:H7 isolates using
RAPD-PCR technique and investigating the relationship between their genetic and antibiotic
resistance patterns.

Materials& methods: The Random amplified polymorphic DNA (RAPD) analysis was used to
evaluate genetic relationship among the isolates and the results was analyzed by NTSYSpc
software. Antibiotic susceptibility of the isolates was examined through disc diffusion method.
Results: The most isolates showed sensitivity to seven antibiotics and resistance were observed in
six strains. DNA fingerprinting showed 10 genetic patterns. The isolates from different sources
were clustered based on the similarity in RAPD pattern. The strains contain different DNA pattern
and high genetic distance, showed different patterns of antibiotic susceptibility.

Conclusion: The genomic diversity showed distinct profiles of DNA in strains with the same clonal
relationships and different patterns of antibiotic resistance were revealed. Therefor determining
the clonal relationships of isolates with RAPD PCR technique, simultaneous using of antibiotic
resistance patterns and molecular typing can be effective in detecting isolates and infection

control.
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