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Fig. 1- Sampling localities map of Apis florea F. in Iran (1. Iranshahr, 2. Jiroft, 3. Kahnuj, 4. Roudan, 5. Bandar Abbas, 6.
Qeshm, 7. Jahrom, 8. Fasa, 9. Bushehr, 10. Kangan, 11. Gachsaran, 12. Behbahan, 13. Ahvaz, 14. Dehloran)
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Table 1- Distribution of Lactic acid bacteria in different regions of Iran

. . . . L. L. L. E. E. E.
Province County Vegetation Longitude Latitude plantarum  kunkeei  apis faecium  faecalis  hirae
Fars Jahrom Lemon 53.57742 28.51118 +
Fars Fasa Lemon 336312 28.93781 + +
Kerman Jiroft Palm trees 57.72994 28.67324 +
Kerman Kahnuj Prosopis >7:7004 28.94345 +
Hormozgan  Rudan Palm trees 339516 27.20405 + +
Hormozgan  Bandar abbas  Prosopis 56.41758 27.26094 + +
Hormozgan  Qeshm Chet 55.99301 26.86196 + +
Bushehr Bushehr Bougainvillea  50.8375 28.90736 +
Kohgiluyeh-
Boyer Gachsaran Gum trees 50.80364 30.35784 + +
Ahmad
Khuzestan Ahvaz Conocarpus 48.83773 31.59649 +
Khuzestan Behbahan Bitter orange 50.21789 30.60586 +
Tlam Dehloran Oak 47.27399 32.68503 +
Sistan- Transhahr Thorn trees  60.68767  27.20847 + +
Baluchestan
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Fig 2- Dendrogram of cluster analysis based on Lactobacillus bacteria
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Fig 3- Dendrogram of cluster analysis based on Enterococcus bacteria
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Fig 4- Dendrogram of cluster analysis based on Lactic acid bacteria
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Abstract

Apis florea F. and Apis mellifera L. are two honey bee species in Iran. Distribution of Apis
florea starts from Paveh in Kermanshah province (located in west of Iran) and ends to Sistan-
Baluchestan province (located in south east of Iran). The current study was carried out by
collecting 1400 worker bees from 14 different colonies located in southern regions of Iran. The
samples were kept in sterile test tubes containing normal saline. The specific media were used to
isolate Lactobacillus bacteria from digestive tracts of the bees. Biochemical tests and DNA
extraction were done to identify the colonies. In addition, the colonies were characterized by
sequencing 16S rRNA gene using specific primers (27F and 1492R). Since bacterial diversity in
digestive tracts is of the approaches for classifying insects from phylogenetic point stand,
sequencing was done on 43 colonies of bacteria. The results showed that eight isolates were related
to three species (Lactobacillus kunkeei, Lactobacillus plantarum and Lactobacillus apis). Basis on
the results, the dwarf honey bee in Iran phylogenetically clustered in five distinct clades in terms of
bacterial diversity in digestive tracts. The clades were: 1): Roudan, Bandar-Abbas, Iranshahr 2)
Jiroft, Kahnuj, Bushehr, Ahwaz, Dehloran 3) Gachsaran 4) Jahrom, Fasa, Behbahan and 5) Qeshm
population. Furthermore, the results indicated that Lactic acid bacterias found in digestive tracts
depends on nectar and pollen feeding by this wasp in the geographically different localities.
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