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Abstract

Advances in the world are causing changes in the living conditions of living things, including
plants. Plants must be able to adapt to environmental stressful conditions in a variety of ways,
even molecular methods. One mechanism is to regulate gene expression after transcription by
mMiRNAs (microRNAs). MicroRNAs often have 20 to 22 nucleotides, some of whose target
genes belong to transcription factors. The expression of microRNAs changes in response to
dehydration stress. In the present study, Narcissus bulbs were grown under different irrigation
conditions (from once a week to once every two months). The leaves of 60-day-old plants
were used to extract miR172-miR159 by q PCR method. The results showed a significant
increase in the expression of MYB and AP2 genes and no expression of 159 and 172
microRNAs in the treated and control samples. Therefore, miR172-miR159 is not affected by
dehydration stress. Given that the expression of dehydration genes has been evaluated for the
first time in the Narcissus pseudonarcissus, therefore, this study can provide a good basis for
further investigation in this case.
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