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Specimen Details
1 Sample ID C10277 C10280
2 Sex Male Female
3 Repro- duction Sexual Sexual
4 Life Stage 2 years old 2 years old
5 Notes Sandy Beige Sandy Beige
6 Voucher Status Registered collection Registered collection
7 Tissue Descriptor Skin Skin
8 Associated Taxa - -
9 Associated Specimens - -
10 External URLs IBRC name: CaBa 06 IBRC name: CaBa 09
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Taxonomy
Sample ID C10277 C10280
1 Phylum Chordata Chordata
2 Class Mammalia Mammalia
3 Order Artiodactyla Artiodactyla
4 Family Camelidae Camelidae
5 Genus Camelus Camelus
6 Species Camelus bactrianus Camelus bactrianus
7 Identifier
8 Identifier Email
Ministry of Jehad Agriculture, Research center of Ministry of Jehad Agriculture, Research center of
9 Identifier Institution Agriculture & Natural Resources of Ardebil Agriculture & Natural Resources of Ardebil
Province, Jafar Abaad breeding station, Iran. Province, Jafar Abaad breeding station, Iran.
10 | Identification Method
g0 5551 g 4 by o MBI 1 ¥ gl
Collection Info
1 Sample ID C10277 C10280
2 Collectors Dr. Daneshvar Dr. Daneshvar
3 Collection Date 03.Feb.2013 03.Feb.2013
4 Continent/ Asia Asia
5 Country/Ocean Iran Iran
6 State/ Province Ardebil Ardebil
7 Region Jafar Abaad Jafar Abaad
8 Sector
Ministry of Jehad Agriculture, Research center Ministry of Jehad Agriculture, Research center
9 Exact Site of Agriculture & Natural Resources of Ardebil of Agriculture & Natural Resources of Ardebil
Province, Jafar Abaad breeding station, Iran. Province, Jafar Abaad breeding station, Iran.
10 Latitude 38.25 38.25
11 Longitude 48.30 48.30
12 Elevation 1350m 1350m
13 Depth - -
14 Elevation Precision - -
15 Depth Precision - -
16 GPS Source Wikimini Atlas Wikimini Atlas
17 Coordinate Accuracy 1 min 1 min
18 Event Time Noon Noon
19 | Collection Date Accuracy 1 day 1 day
20 Habitat Villiage Villiage
21 Sampling Protocol Punch Punch
22 Collection Notes - -
23 Site Code Ardebil Ardebil
24 Collection Event ID IBRC IBRC
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(46) GBMA26251-19|Camelus bactrianus|COF5P|MH109994
(47) GBMA26252-19|Camelus bactrianus|COF5P|MH109995
(45) GBMA26250-19|Camelus bactrianus|COF5P|MH109993
(44) GBMA26249-19|Camelus bactrianus|COF5P|MH109992
(42) GBMA26247-19|Camelus bactrianus|COF5P|MH109990
(41) GBMA26246-19|Camelus bactrianus|COF5P|MH109989
(40) GBMA26245-19|Camelus bactrianus|COF5P|MH109988
(39) GBMA26244-19|Camelus bactrianus|COF5P|MH109987
(38) GBMA26243-19|Camelus bactrianus|COH5P|MH109986
(37) GBMA26241-19|Camelus bactrianus|COF5P|MH109984
(36) GBMA26240-19|Camelus bactrianus|COF5P|MH109983
(35) GBMA26239-19|Camelus bactrianus|COF5P|MH109982
(34) GBMA26238-19|Camelus bactrianus|COH5P|MH109981
(33) GBMA26237-19|Camelus bactrianus|COF5P|MH109980
(32) GBMA26236-19|Camelus bactrianus|COF5P|MH109979
(31) GBMA26235-19|Camelus bactrianus|COF5P|MH109978
(30) GBMA26234-19|Camelus bactrianus|COFSP|MH109977
(29) GBMA26233-19|Camelus bactrianus|COF5P|MH109976
(28) GBMA26232-19|Camelus bactrianus|COF5P|MH109975
(27) GBMA26230-19|Camelus bactrianus|COF5P|MH109973
(26) GBMA26229-19|Camelus bactrianus|COF5P|MH109972
(25) GBMA26228-19|Camelus bactrianus|COH5P|MH109971
66{(24) GBMA26227-19|Camelus bactrianus|COF5P|MH109970
(23) GBMA26214-19|Camelus bactrianus|COF5P|MH109957
(22) GBMA26213-19|Camelus bactrianus|COF5P|MH109956
(21) GBMA26212-19|Camelus bactrianus|COF5PMHL09955
(20) GBMA26211-19|Camelus bactrianus|COF5P|MH109954
(19) GBMA26206-19|Camelus bactrianus|COF5P|MH109949
(18) GBMA26205-19|Camelus bactrianus|COF5P|MH109948
(17) GBMA26204-19|Camelus bactrianus|COF5P|MH109947
(16) GBMA26203-19|Camelus bactrianus|COF5P|MH109946
(15) GBMA26202-19|Camelus bactrianus|COF5P|MH109945
(14) GBMA26201-19|Camelus bactrianus|COF5P|MH109944
(13) GBMA26200-19|Camelus bactrianus|COF5P|MH109943
(12) GBMA26199-19|Camelus bactrianus|COF5P|MH109942
(11) GBMA26198-19|Camelus bactrianus|COF5P|MH109941
(5) C10282
(4) C10280
(3) C10284
(1) C10277
(2) 10278
(43) GBMA26248-19|Camelus bactrianus|COF5PMH109991
(51) GBMA26281-19|Camelus ferus|COF5P|MH109928
l57/(53) GBMA26283-19|Camelus ferus|COF5P|MH109930
(9) GBMA23872-19|Camelus ferus|COF5P|KU666458
(8) GBMA23871-19|Camelus ferus|COF5P|KU666457
(7) GBMA23870-19|Camelus ferus|COI5P|KU666456
(6) GBMA23869-19|Camelus ferus|COI5P|KU666455
64/(10) GBMA23873-19|Camelus ferus|COF5P|KU666459
(48) GBMA26259-19|Camelus dromedarius|COF5P|MH110002
I-(49) GBMA26260-19|Camelus dromedarius|COF5P|MH110003
(50) GBMA26261-19|Camelus dromedarius|COF5P|MH110004
(52) GBMA26282-19|Camelus ferus|COF5P|MH109929
(54) Equus ferus caballus|COI-5P.outgroup

65|

0.020

Camelus y Camelus bacterianus . Camelus ferus & 48 aw s 230 slss 53 0di S5 US)L FA S35 9hd s 0¥ Ko
o9y 3 eslawl b s MEGAT7.0.26 JIJ'AICJ:.J'I oslizu! L outgroup 4505 S g andlan 3,50 45lagSss 25 M g3 O 9 dromedarious
A = .5 bootstrap 1000 sNeighbor - joining
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C1e234- TEGAGACGACCAMATCTATAACGTAGTTGTAACAGCTCATACT TTCATCATGATCTTCTT
C1e279- TEGAGACGACCAMATCTATAACGTAGTTGTAACAGCTCATGCT TTCATCATGATCTTCTT
C18282-- TEGAGACGACCAMATCTATAACGTAGTTGTAACAGCTCATGCT TTCATCATGATCTTCTT
Clezse- TEGAGACGACCAMATCTATAACGTAGTTGTAACAGCTCATGCT TTCGTCATGATCTTCTT
C18278- TGOAGACGACCAAATCTATARCGTAGTTGTAACAGC TCATGCTTTCATCATGATCTTCTT
C18277- TGOAGACGACCAAATCTATARCGTAGTTGTAACAGC TCATGCTTTCATCATGATCTTCTT
Cle2s4- TATGGTAATGLCAATCATGATTGGAGGCT TCGEGAACTGACTGATCCCCCTAATAATTGE
C18279- TATGGTAATGLCAATCATGATTGGAGGCT TCGEGAACTGACTGATCCCCCTAATAATTGE
C18282-- TATGGTAATGLCAATCATGATTGGAGECT TCGGEAACTGACTGATCCCCCTAATAATTGE
Cle23a- TATGGTAATGLCAATCATGATTGEAGGCT TCGEGAACTGACTGATCCCCCTAATAATTGE
C1827&- TATGGTAATGLCAATCATGATTGEAGGCT TCGEGAACTGACTGATCCCCCTAATAATTGE
C1e277- TATGGTAATGLCAATCATGATTGGAGGCT TCGGGAACTGACTGATCCCCCTAATAATTGE
C18234- AGCCCCGGATATGECGTTCCCCCaCATEAATAATATGAGCTTC TGACTGCTGLCTCCCTC
C1ez7g- AGCCCCEGATATEECAT TCCCCCGCATGARTAATATGAGCTTCTGACTGCTGCCTCCCTC
C18282-- AGCCCCEGATATGECATTCCCCCGCATGAATAATATGAGCTTCTGACTGCTGCCTCCCTC
Clezse- AGCCCCEGATATGECAT TCCCCCGCATGAATAATATGAGCTTCTGACTGCTGCCTCCCTC
C1827&- AGCCCCEGATATGECAT TCCCCCGCATGAATAATATGAGCTTCTGACTGCTGCCTCCCTC
C18277- AGCCCCAGATATGECATTCCCCCGCATGAATAATATGAGCTTCTGACTGCTGCCTCCCTC
Clezs4- ATTCTTGCTACTACTAGCATCATCTATAGTTGAAGCAGGAGCAGG TACAGGC TGAACCGT
C18279- ATTCTTGCTACTACTAGCATCATCTATAGT TGAAGCAGGAGCAGG TACAGEC TOAACCGT
C18282-- ATTCTTGCTACTACTAGCATCATCTATAGT TGAAGCAGGAGCAGGTACAGEC TRAACCET
C18238- ATTCTTGCTACTACTAGCATCATCTATAGT TGAAGCAGGAGCAGGTACAGEC TRAACCET
C1827&- ATTCTTGCTACTACTAGCATCATCTATAGTTGAAGCAGGAGCAGE TACAGEC TGAACCGT
C1e277- ATTCTTACTACTACTAGCATCATCTATAGTTGAAGCAGGAGCAGE TACAGEC TGAACCGT
Clez34- TTACCCTCCCCTAGCCGGAAACCTGACACACGCAGECGCCTCOGTCGATTTAACTATTTT
C1e279- TTACCCTCCCCTAGCCGGAAACCTGACACACGCAGECGCCTCOGTCGATTTAACTATTTT
C18282-- TTACCCTCCCCTAGCCGGAAACCTGOCACACGCAGGCGCCTCOGTCGATTTAACTATTTT
C18288- TTACCCTCCCCTAGCCGGAAACCTOOCACACGCAGGCGCCTCOGTCGATTTAACTATTTT
C18278- TTACCCTCCCCTAGCCGAAMACCTOECACACGCAGGCOCCTCCGTCAATTTAACTATTTT

C18277-

TTACCCTCCCCTARCCGAAMACCTOECACACGCAGECGCCTCCGTCAATTTAACTATTTT
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Abstract

Because of vast Habitat diversity, Iran harbors a unique plant and animal biodiversity. National
conservation programs has begun 50 years ago in Iran, but nonetheless, the rate of extinction of animal
species in this country is high and every year a list of Iranian endangered or threatened animal and
plant species is published on the IUCN Red List. DNA barcoding is a molecular tool that uses
standardized genetic primers, and amplification of a segment of the mitochondrial gene cytochrome ¢
oxidase I, to classify species. In recent years, this technique has become gradually widespread for the
study and classification of species to prioritize biodiversity conservation activities.lranian Bactrian
camel (Camelus bactrianus) is an endangered livestock breed with distribution in northwest of Iran.
Given its severe population decline, it is important to pay more attention to this breed from a
biodiversity conservation perspective. In this study, 6 Iranian Bactrian camel specimens were sampled
and after DNA extraction the Barcode segment of mitochondrial COl gene was amplified and
sequenced. Following bioinformatics analysis, the DNA barcode of the Iranian Bactrian camel was
identified and recorded in the DNA Barcode of life Database (BoldSystem) with all habitat and
morphological characteristics of the samples.
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