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FASTA .. s « Enterococcus mundtii ¢t /s

NR_024906.1 Enterococcus mundtii strain ATCC 43186 16S ribosomal RNA, partial sequence
ACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCCCACCGGAGCTTGCTCCACCG
GGAAAAGAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGG
AAACAGGTGCTAATACCGTATAACAATCGAAACCGCATGGTTTCGTTTTGAAAGGCGCTTTACGGTGCCG
CTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCATAGC
CGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAG
GGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTA
AAACTCTGTTGTTAGAGAAGAACAAGGGTGAGAGTAACTGTTCACCCCTTGACGGTATCTAACCAGAAAG
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG
TAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGA
AACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATG
GAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCT
TCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT
CTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGT
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCC
ATCATTTAGTTGGGCACTCTAGCAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCGAG
GCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAA
TCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA
CCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCTAAGGTGGGATAG
ATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTC

FASTA ... « Enterobacter hormaechei ¢t iy

>NR_042154.1:231-1330 Enterobacter hormaechei strain 0992-77 16S ribosomal RNA, partial sequence
TCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAG
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGT
ATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGYGTTGAGGTTAATAACCTCAGCA
ATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCCAGCCGCGGTAATACGGAGGGTGCA
AGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGG
GCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGT
AGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGC
TCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGAC
TTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGC
CGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG
CAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTACCAGAGATGSTTTGGTGCCTTCGGGAA
CTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAG
CGCAACCCTTATCCTTTGTTGCCAGCGGATTAGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGG
AGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGC
ATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCT
GCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATG
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Abstract

Sitotorga cerealella is one of the important storage pests .The damage of this
pest is very important both in terms of quality and quantity .In this study,symbiotic
bacteria of Sitotorga cerealella were identified.Modified barley of Abidar cultivar with
high protein content was used to grow grain moth. Containers containing barley were
stored in a growth chamber at a temperature of 24 ° C and a relative humidity of 65%
after contamination. To separate the bacteria of Sitotorga cerealella gastrointestinal
tract,10 healthy larvae were selected from the reared population. After disinfection, the
larvae gastrointestinal tract was removed with ethanol 70%, sodium hypochlorite and
distilled water5%. Then, one milliliter of 0.1 M phosphate buffer with pH 7 was used to
homogenize the gastrointestinal tract. The homogeneous and diluted contents were
cultured in nutrient agar medium .To perform polymerase chain reactions from 5 pl of
Master Mix ,2 ul of extracted DNA, 1.5 ul of RP2 primer and 1.5 pl of FD1 primer and
15 pl Distilled Water that the total volume of these materials should reach 25
microliters. The PCR process was performed using general primers FD1 and RP2 and
16srRNA gene sequence in a thermocycle.The PCR product sequencing was performed
in collaboration with South Korea&amps Bioneer and the results were reviewed at the
NCBI site. The phenotypic characteristics of the isolated bacteria were determined by
standard bacteriological methods. After reviewing all the prepared colonies and
comparing the obtained results, the highest frequency in terms of number of colonies
was specific to Enterococcus mundtii and Enterobacter hormaechei was less abundant in
the gastrointestinal tract of Sitotorga cerealella. Also, according to electrophoresis, the
highest bands observed belong to Enterobacter hormaechei and the shortest band
belongs to Enterococcus mundtii.

Keywords: Enterococcus mundtii  Enterobacter hormaechei. Sitotorga cerealella

* Corresponding Author, mkazzazi@gmail.com
Received: 3 Jan. 2022 — Accepted: 21 Feb. 2022

269 Journal of Entomological Research



