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Abstract

Objectives: alfalfa with the scientific name Medicago sativa is the most important
fodder plant in Iran and many parts of the world. This plant is known as the queen of
fodder plants due to its high nutritional value and the possibility of planting in different
climates. The aim of the current research is to isolate and identify endophytic bacteria
from alfalfa roots and investigate their antagonistic effects on human pathogenic
bacteria.

Materials and methods: The sterilized alfalfa root pieces, after being crushed,
were cultured in Tyoglycollate Broth and Muller Hinton Broth liquid culture media for
enrichment. After liquid cultures, culture was done on Muller Hinton agar, eosin
methylene blue and McConkey agar. Endophytic bacteria were identified by gram
staining method and biochemical tests. The antagonistic activity of isolated bacteria
was investigated by steric crossing and bilayer methods. From the bacteria with
antagonistic effects, DNA extraction was performed and with the use of universal
primer, 16SrRNA gene was amplified. The PCR product was sequenced and a
phylogeny tree was drawn.

Findings: The results showed that alfalfa endophyte bacteria had antagonistic
activity and finally, two endophytes were investigated in terms of molecular identity,
which belonged to Enterobacter and Pseudomonas genera.

Conclusions: Based on the results, endophytic bacteria have a great diversity and
significant antibacterial effects.

Keywords: Endophyte, Antibacterial properties, Endophytic bacteria, Alfalfa
plant, Human pathogens.
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