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Aquaporins exist in almost all living organisms and play a oS>
role in regulating various physiological phenomena. o o -
Agquaporins (AQP) are not only water channels but also S 0 g s sgms k) Sl pled s S bl
multifunctional membrane proteins. This study was Lz (AQP) Loopynl ST s (i SKidpm s laolsy

conducted to investigate the effect of arbuscular
mycorrhizal symbiosis on the expressions of some
aquaporin genes in wheat plants. The expression of several Jola oS oS 53 sl ST Gla0 2 Ol s o shie 4 G
aquaporins, including PIP2-6, PIP2-1, PIP2-5, PIP1-3, ) ) ) ) ) 2 s
NIP1-3, and NIP1-4 in response to the symbiosis of wheat NIP1-4 , NIP1-3 PIP2-6, PIP2-1, PIP2-5, PIP1-3 b3
roots with Glomus mosseae fungus was evaluated by real- ¢lril GlOMUS MOSSEAE 7,5 L oS ol iy st jot 2 ol U3
time PCR method. Mycorrhizal symbiosis down-regulated
the expression of PIP2-6 and PIP2-1 genes. In response to
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the mycorrhizal symbiosis, the expression of PIP2-5 and (IS e by s A3 PIP2-1 5 PIP2-6 oy, 01 ST
PIP1-3 genes also showed a similar down-regulation trend & s |y et L1l 1y, 50 PIP1-3 4 PIP2-5 claos ol
compared with the control. In contrary, mycorrhizal . ' N . A o
symbiosis up-regulated the expression of NIP1-3 and NIP1- oS DI ol S e 05 Cal SV sl DL el
4 genes in response to the mycorrhizal symbiosis. Gt oh b Gy NIP1-4 4 NIP1-3 slao ols 5 1, S
Statistical analysis also showed that there is a significant . L o

correlation between the expressions of the genes evaluated. L3 Ol w4 sl DL olel Gla i) e (s 155 S
There was a significant positive correlation between NIP1-3 Gl 05 o Sosba il sy b Simen i)l 35

and NIP1-4 genes, while they displayed a significant . L
negative correlation with other target genes. There was a Ont Sos 3ls 25 e s gne Saner NIP1-4 5 NIPT-3
significant positive correlation between PIP2-6, PIP2-1, Sgry Golsme e Steen SLsl 3550 gb0S ple 5 LS ol
PIP2-5, and PIP1-3 genes. These results indicate that the . .

' ; : S:an PIP2-6, PIP2-1, PIP2-5, PIP1- 55 o el
effect of mycorrhiza can vary depending on the type of : ] 6. ' > 3 sbads m >
mycorrhiza. S syl ol eI @L ol ol sy (ol s Sute (53
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Fig 1- mycorrhizal colonization of wheat root
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