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Abstract

Some species belonging to the genus Aspergillus
are potential producersof aflatoxin, amycotoxinwith
teratogenic and carcinogenic effects. Cattle feed
pollution with the species of Aspergillus cause
production of aflatoxin and itstransfusion to milk and
milk products. Utilizing polluted feed disorder health
domestic, milk and consumers. In this study used
feed composition were examined in ten animal'sfarm
in arak in the years 2009 and 2010. Results showed
the most feed composition materials were corn,
cotton and canola meal, feed supplements, barley,
wheat bran, dried bread, fat powder and alfalfa
Isolation, cultivation and identification of feed
Aspergillus on macroscopic colony characteristics
and microscopic morphology were done. A PCR
assay was used to indentify species of Aspergillus
from one another. DNA sequencing of the I TS1-5.85
ITS2 region of ribosomal DNA gene complex was
also conducted for the identification of species by
comparative Gen Bank sequence analysis. The
resultsindicated the presence of Aspergillus flavus,
Aspergillus clavatus in cattle feed of the animal's
farm. J. Vet. Microbiol. 7,1:11-17, 2011.

Keywords: Aspergillusflavus, PCR, Cattle feed.
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Query 1 CCTCCCACCCGTGTTTACTGTACCTTAGTTGCTTCGGCGGGCCCGCCATTCATGGCCGCC 60
Frrrrrrererrrrerrrrrrrrerrrr e ettt r e e et
Sbjct 23 CCTCCCACCCGTGTTTACTGTACCTTAGTTGCTTCGGCGGGCCCGCCATTCATGGCCGCC 82
Query 61 GGGGGCTCTCAGCCCCGGGCCCGCGCCCGCCGGAGACACCACGAACTCTGTCTGATCTAG 120
FEErrrrrrrr e et e e e e e et e e e et e e ey
Sbjct 83 GGGGGCTCTCAGCCCCGGGCCCGCGCCCGCCGGAGACACCACGAACTCTGTCTGATCTAG 142
Query 121 TGAAGTCTGAGTTGATTGTATCGCAATCAGTTAAAACTTTCAACAATGGATCTCTTGGTT 180
FEEEEErrrr e et e e e e e e et e e e e e et e et
Sbjct 143 TGAAGTCTGAGTTGATTGTATCGCAATCAGTTAAAACTTTCAACAATGGATCTCTTGGTT 202
Query 181 CCGGCATCGATGAAGAACGCAGCGAAATGCGATAACTAGTGTGAATTGCAGAATTCCGTG 240
FEEEErrrrr e et e e e e e et e e e e e e e et
Sbjct 203 CCGGCATCGATGAAGAACGCAGCGAAATGCGATAACTAGTGTGAATTGCAGAATTCCGTG 262
Query 241 AATCATCGAGTCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCTGTCC 300
FEEEEEEErr e e e e e e e et e e e e et e et |
Sbjct 263 AATCATCGAGTCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCTGTCC 322
Query 301 GAGCGTCATTGCTGCCCATCAAGCACGGCTTGTGTGTTGGGTCGTCGTCCCCTCTCC 360
Crrrrrrerrrrrreerrrrrrrerrrrrre ettt et e e et
Sbjct 323 GAGCGTCATTGCTGCCCATCAAGCACGGCTTGTGTGTTGGGTCGTCGTCCCCTCTCCGGG 382
Query 361 ACGGGCCCCAAAGGCAGCGGCGGCACCGCGTCCGATCCTCGAGCGTATGGGGCTTT 420
FErrrrrrrrrrrrrer e e e et ettt e e e e e e
Sbjct 383 GGGGACGGGCCCCAAAGGCAGCGGCGGCACCGCGTCCGATCCTCGAGCGTATGGGGCTTT 442
Query 421 GTCACCCGCTCTGTAGGCCCGGCCGGCGCTTGCCGAACGCAAATCAATCTTTTTCCAGGT 480
FEErrrrerrrrrrerrrrr e et e e et r e e e et
Sbjct 443 GTCACCCGCTCTGTAGGCCCGGCCGGCGCTTGCCGAACGCAAATCAATCTTTTTCCAGGT 502
Query 481 TGACCTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGAA 538
FEEErrrerrr e et rr et e e e et e e e e e e
Sbjct 503 TGACCTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGAA 560
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Aspergillusflavusstrain NRRL 32354 internal transcribed spacer. 1, partial sequence; 5.8Sribosomal RNA geneand internal. transcribed spacer
2, completesequence; and 28Sribosomal. RNA gene, partial sequence. L ength=945

Score= 994 bits(538), Expect =0.0. Identities=538/538 (100% ), Gaps= 0/538 (0%). Srand=Plus/Plus
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Query 1 CGTGTTTATCGTACCTTGTTGCTT 60
PETETErrrr et et et ettt et e ettt e e ettt et
Sbjct 214 CGTGTTTATCGTACCTTGTTGCTTCGGCGGGCCCGCCGTCTTCGGACGGCCGCCGGGGAG 273
Query 61 AAGACCACAACATGAACTCTGTTCTGAAGT 120
PEPErerrrr et ettt et et er et e ettt e et ettt et
Sbjct 274 GCCTCCGCGCCCCCGGGCCCGCGCCCGCCGAAGACCACAACATGAACTCTGTTCTGAAGT 333
Query 121 TTTGCAGTCTGAGTTGATTATCATAATCAGTTAAAACTTTCAACAACGGATCTCTTGGTT 180
PErererrrr e ettt et et et et et et et e e et e e
Sbjct 334 TTTGCAGTCTGAGTTGATTATCATAATCAGTTAAAACTTTCAACAACGGATCTCTTGGTT 393
Query 181 CCGGCATCGATGAAGAACGCAGCGAAATGCGATAACTAATGTGAATTGCAGAATTCAGTG 240
PETEEErr et et et ettt et ettt ettt et et
Sbjct 394 CCGGCATCGATGAAGAACGCAGCGAAATGCGATAACTAATGTGAATTGCAGAATTCAGTG 453
Query 241 AATCATCGAGTCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCTGTCC 300
PEPErErr et ettt et et er et e ettt et ettt e et
Sbjct 454 AATCATCGAGTCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCTGTCC 513
Query 301 GAGCGTCATTGCTGCCCTCAAGCACGGCTTGTGTGTTGGGCCCCCGTCCCCGGTTTCCCG 360
Ferererrrrrrererrrrrrrrer e et et errrr e e et r e e
Sbjct 514 GAGCGTCATTGCTGCCCTCAAGCACGGCTTGTGTGTTGGGCCCCCGTCCCCGGTTTCCCG 573
Query 361 GGGACGGGCCCGAAAGGCAGCGGCGGCACCGCGTCCGGTCCTCGAGCGTATGGGGCTTTG 420
PErererrrr e ettt et et et et et et errrr et et et e et
Sbjct 574 GGGACGGGCCCGAAAGGCAGCGGCGGCACCGCGTCCGGTCCTCGAGCGTATGGGGCTTTG 633
Query 421 TCACCCGCTCTTGTAGGGCCGGCCGGCGCCTGTCGACACCAACCCAATTTTTCTAAGGTT 480
PEETEETEr et et ettt et et et et et
Sbjct 634 TCACCCGCTCTTGTAGGGCCGGCCGGCGCCTGTCGACACCAACCCAATTTTTCTAAGGTT 693
Query 481 GACCTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGAA 537
FErererrrer e e ettt et et et e et er et ettt et
Sbjct 694 GACCTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGAA 750
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Aspergillusclavatusstrain ATCC 1007 18Sribosomal RNA gene, partial sequence; inter nal transcribed spacer 1, 5.8Sribosomal. RNA gene, and
internal transcribed spacer 2, complete sequence; and 28Sribosomal RNA gene, partial sequence. L ength=877
Score= 992 hits(537), Expect =0.0. Identities=537/537 (100%), Gaps=0/537 (0%). Srand=Plusg/Plus.
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