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Abstract

Diffuse large B-cell lymphoma (DLBCL) is a type of lymphoma that accounts for
approximately 25-35% of all non-Hodgkin's lymphomas. The standard treatment for
DLBCL is the R-CHOP regimen, which increases the five-year overall survival of
patients, but 30-50% of patients do not respond to this therapy. Recently, a novel
combination of lenalidomide plus R-CHOP has been investigated for the treatment of
DLBCL. Recent studies have pointed to the potential impact of epigenetic changes in
the occurrence and development of most cancers, especially DLBCL. In this study, the
expression changes of two IncRNAs in patients with DLBCL were bioinformatically
investigated and the relationship between the INcCRNAs HOXA Transcript at the Distal
Tip and Plasmacytoma Variant Translocation 1 was examined, and their impact on
related signaling pathways was carefully evaluated. Finally, we showed the proteins that
interact with both IncRNAs using Venn diagrams. In this study, the expression level of
IncRNA in patients with DLBCL was bioinformatically analyzed and the results showed
that the HOXA Transcript At The Distal Tip and Plasmacytoma Variant Translocation 1
genes were upregulated. These results can be useful in gene expression research and
molecular alterations.
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Table 1. Common interaction between IncRNAs HOXA Transcript At The Distal Tip and Plasmacytoma
Variant Translocation 1 and target proteins

IncRNA total elements

HOXA Transcript at The Distal Tip and 10 SOX2, GATA4, GATA1, CDKN1A, RELA, TP53, NANOG,
Plasmacytoma Variant Translocation 1 FOXAL1, ESR1, SPI1

Plasmacytoma Variant Translocation 1 19 PTBP1, FUS, CSTF2, TP63, NKX2-1, CDKN2A, HSF1,

TGFB1, ABCC1, CASP9, H3Ac, ABCB1, CASP3, FOXML,
KLF4, ANGPTL4, SRSF1, CDKN2B, MOV10

HOXA Transcript at The Distal Tip 20 FOXA2, KLF5, STAG1, SMARCA4, STAT3, MYC, CTCF,
WDRS5, TALL, UBTF, POLR2A, SGK1, KDM5B, EZH2,
PHF8, NR3C1, EP300, AR, RUNX1, POU5F1

Kyoto KEGG . J ;50 5 Shas MF . Jslos 1521 CC . 5 (la s BP Lol (55505351 05 Y I
Encyclopedia of Genes and Genomes
Table 2. Gene ontology, including Bp, biological pathways. CC, cellular components. MF, molecular
function. KEGG, Kyoto Encyclopedia of Genes and Genomes

Gene Enrichment ~ Number Pathway Fold

ontology FDR of Genes Genes Enrichment Pathways
BP 8.5E-05 2 5 1016.9 P05|t|v_e _regulat_lo_n_ o_f RNA polymerase 11
transcription preinitiation complex
6.3E-05 3 52 146.7 Positive regulation of miRNA transcription
4.3E-06 5 306 415 Cell fate commitment
1.1E-02 1 4 635.6 NF-kappaB complex
CcC 2.1E-02 1 11 231.1 Transcription preinitiation complex
4.7E-03 2 79 64.4 Transcription repressor complex
2.9E-05 2 9 565 Protein sequestering activity
MF 3.4E-06 3 42 181.6 Transcription coactivator binding
7.6E-06 3 57 133.8 General transcription initiation factor binding
6.8E-04 2 41 124 Bladder cancer
KEGG 5.3E-05 3 76 100.4 Pancreatic cancer
5.3E-05 3 76 100.4 Chronic myeloid leukaemia
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