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                Key: ns=not significant, * P<0.05, ** P<0.01, *** P<0.001
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Abstract
This study was aimed to investigate the genetic variation and bottleneck probability in a 

Persian partridge population of the Iranian animal science institute using 8 microsatellite 
markers. The loci used in this study were Aru 1F25, Aru1E93, Aru1E7, Aru1I 125, Aru 1G49, 

in this study were Aru1 G49 (21 alleles) and Aru 1K10 (4 alleles) respectively. The average 
allele frequency (na), Shannon diversity index and Polymorphism Information Content (PIC) 
were 9.333, 1.8283 and 0.7092 respectively. Intra-population diversity investigated based 
on heterozygosity values. The averages of observed and expected unbiased heterozygosity 
were 0.203 and 0.797 respectively based on data analysis of the population. The numbers of 
expected loci with increasing of heterozygosity determined by IAM and TPM models were 
3.56 and 3.54 respectively.  Probability for each model was obtained 0.4331 and 0.0423 

calculated in these models showed no bottleneck occurrences in the population. 
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