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Abstract
Insulin-like growth factor (IGF-I) is a small peptide (7500 Da) with a structure similar to 

insulin, the hormone that plays an important role in the development of various tissues of 
the body which transcribes by the IGF1 gene. Insulin-like growth factor gene is located on 
chromosome 3 of the sheep genome. The purpose of our work is to study polymorphism  

sheep breed (a tailed sheep breed) using PCR-SSCP. In this study 30 sheep were sampled. 
To check the fatty acids, 6ml blood was collected by venojects containing EDTA and 
immediately centrifuged (10 min, 3000g) to separate the serum and plasma liquid. DNA 
was extracted from muscle tissue by extraction kit (BIOTECH company). The polymerase 
chain reaction (PCR) used to amplify 265 bp fragment of exon 4 of IGF-1. For genotyping 
of animals, PCR products were electrophoresed in polyacrylamide gel (method SSCP) and 
stained with silver nitrate. The results indicated the different pattern due to polymorphism 
pattern. Frequency of 1, 2 and 3 were 56.57, 67.36 and 66.6 percent, respectively. Data were 
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