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Abstract
In order to study the impact of conception rate on genetic progress of dairy cows, a dairy 

cattle population including 10000 cows within 5 parities based on a real structure was 
simulated using stochastic programming. Effect of three levels of conception rate (30, 40, and 
50 %) was examined on genetic progress of cows in four distinct paths of selection consisted 
of active sires (AS), young bulls (YB), bull dams (BD) and milking cows (CW). The results 

improvement from 30 to 50 percentages, that is, 1.98, 2.32, and 2.54 (%), respectively. 

not considerable (less than 2.6%). The effect of conception rate improvement on genetic 
progress of CW was considerable and resulted in a large genetic advantage (10.16 %). 
Regression analysis showed that genetic superiority increased 0.51±0.04% per each 1 
percent improvement of conception rate in CW path. Increasing of conception rate has no 
direct effect on selection intensity in AS and YB paths, consequently it has no considerable 
effect on genetic progress of animals in these paths. Moreover, although conception rate 
improvement will be able to increase selection intensity in BD path, this effect is not high 
because selection intensity is typically so high in this path and it cannot alter selection 
intensity noticeably. In contrast, selection intensity in CW path was increased considerably 
due to conception rate improvement and it caused more genetic progress in this path in 
comparison to the others. 
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