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Abstract
In order to estimate the genetic and phenotypic parameters of some reproductive traits 

in Moghani sheep, linear and threshold models were used. Records of reproductive traits 
collected from 1985-2011 (26 years) in Jafarabad Breeding Center of Moghani Sheep, 
Ardebil Province, Iran. Genetic and phenotypic parameters of linear model were estimated 
with an animal model using restricted maximum likelihood method (REML) by WOMBAT 
software. Genetic and phenotypic parameters of threshold model were estimated with 
Bayesian method via Gibbs sampling method of Thrgibbsf 90 software. The number of 

Heritability estimates of linear model for parturition rate, litter size at birth and litter size at 
weaning were 0.05±0.02, 0.11±0.03 and 0.09 ±0.02, respectively. The heritability of these 
traits from the threshold model were 0.1 ± 0.01, 0.16 ± 0.01 and 0.12 ± 0.01, respectively. 
Repeatability obtained from threshold model (0.26 to 0.32) was two times greater than of 
repeatability estimated by a linear model (0.1 to 0.17). The results showed that although 
the heritability of reproductive traits is low but they had a high genetic variation, and also 
genetic and phenotypic parameters of threshold traits estimated by the threshold model 
were higher than the estimates of the linear model.

Keywords: linear model, threshold model, genetic and phenotypic parameters, Moghani 
sheep.
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