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Abstract

Background & Objectives: Survey of bacterial community structure in hypersaline ecosystems and
identification of novel halophilic species can be very important from biotechnological and
ecological aspects. In this study, we survey bacterial community structure in sediments from
saline wetland in south of Halghe Dare hills as one of the hypersaline ecosystems in Alborz
province.

Materials & Methods: This cross-sectional study was performed by sampling from saline wetland
in south of Halghe Dare hills in June 2018. Isolation of heterotrophic bacteria was conducted
using R2A agar medium. After differentiation of isolates based on morphological and biochemical
characteristics, identification and phylogenetic relationships analysis of selected isolates were
performed by 16S rRNA gene sequencing and analysis using NCBI databases and bioinformatics
softwares. The Illumina next-generation sequencing was also applied to survey bacterial diversity
by cultivation-independent method.

Results: Isolates included 13 species belonging to 8 genera including Bacillus (31.25%),
Halomonas 25%, Gracilibacillus (12.50%), Virgibacillus (6.25%), Streptomyces (6.25%),
Nitratireductor (6.25%), staphylococcus (6.25%) and Planococcus (6.25%). Illlumina sequencing
showed that Aneurinibacillus migulanus and Paenibacillus polymyxa were dominant species in
soil sample.

Conclusion.: The results showed that the microbial population of the studied wetland is similar to
the community of the wetlands reported in other parts of the world and dominated by halotolerant
and halophilic species. Presence of various bacterial species and some probable novel taxonomic
groups in saline wetland in south of Halghe Dare hills presents a new genetic and microbial source
for future studies.
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