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Article History: Introduction: Sheep as a domestic animal have played a key role in food
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Revised 8.18.2022 this spice. Among the genetic markers mtDNA sequencing is one of the most
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Aim: This research seeks to determine the sequence of HVR1 and CytB region
from the mitochondrial genome of Afshari sheep.
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sequencing, Phylogeny, Afshari sheep Material and methods: For this study 40 blood samples from unrelated Af-

shari sheep were collected. The DNA was extracted and the HVR1 and cytB
regions of MIDNA were amplified with specific primers using PCR. The HVR1
and cytB of miDNA of Afshari breed were sequenced, alingned and com-
pared with other breeds from all over the world.

Results: The results showed 3 and 5 haplotype respectively. In addition both
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Conclusion: Sequencing of mitochondrial genome can showed genetic var-
iation and genetic relationship between oviane in the world. For this reason
it is powerful and applicable tool to determine the level of genetic diversity.
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