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Table 1. Common bean subpopulations subjected to RAPD analysis

Red bean White bean Chiti bean
No. Gynotype Collseif;ion No. Gynotype Collseif;ion No. Gynotype Coll;gion
1 Asna Lorestan 26 G5710 CIAT 51 KS-21305 CIAT
2 KS-31115 CIAT 27 KS41136 CIAT 52 KS-21202 CIAT
3 KS-31158 CIAT 28 WAB8528-9 Khomin 53 KS-21320 CIAT
4 KS-31155 CIAT 29 11805 Khomin 54 Daneshjoo Khomin
5 Sayyad Lorestan 30 KS-41205 CIAT 55 Talash Khomin
6 KS-3159 CIAT 31 KS-41234 CIAT 56 Khomin Khomin
7 KS-31113 CIAT 32 KS-41209 CIAT 57 KS-21378 CIAT
8 KS-31160 CIAT 33 KS-41202 CIAT 58 KS-21424 CIAT
9 KS-31163 CIAT 34 KS-41238 CIAT 59 KS-21304 CIAT
10 KS-31162 CIAT 35 KS-41207 CIAT 60 Cos16 Lorestan
11 KS-31117 CIAT 36 shekoofa! I Khomin 61 pinto Lorestan
12 KS-31118 CIAT 37 KS-237 CIAT 62 tylor Lorestan
13 KS-31168 CIAT 38 KS-232 CIAT 63 cardinal Lorestan
14 D81083 CIAT 39 Dehghan Khomin 64 KS-21313 CIAT
15 Talash Khomin 40 yas Khomin 65  KS-21234 CIAT
16 Capsooli Khomin 41 daneshkadeh Khomin 66 Cran75 Lorestan
17 naz Khomin 42 Linel Lorestan 67 KS-21300 CIAT
18 Goli Khomin 43 Line2 Lorestan 68 KS-21317 CIAT
19 Line 1 Lorestan 44 Line3 Lorestan 69 KS-21425 CIAT
20 Line 2 Lorestan 45 Line3 Lorestan 70 KS-21275 CIAT
21 Line 3 Lorestan 46 Line4 Lorestan 71 KS-21419 CIAT
22 Line 4 Lorestan 47 Line5 Lorestan 72 KS-21273 CIAT
23 Line 5 Lorestan 48 Line7 Lorestan 73 KS-21451 CIAT
24 Line 6 Lorestan 49 marmar Khomin 74 KS-21461 CIAT

25 Akhtar Lorestan 50 sadaf Khomin 75 KS-21393 CIAT
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Table 2. primers with their sequences used for RAPD analysis

Cod Primer sequences(5-3)
OPM9 GTCTTGCGGA
OPO3 CTGTTGCTAC
OPO10 TCCCACGCAA

OPBC2 ACAGTAGCGG
OPBD18 ACGCACACTC
OPBD20 AGGCGGCACA

2 bz 5,8 (S5 g55 5 1Tl slajlias 4 bgpye sloesls 3T 51 Jol> b

Lol 00yd Sz 0 ¥ Jgo
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*.Observed number of alleles

2_Efficient number of alleles

*-Neis gene diversity

“_Shannons information index

>.Gene flow

®.Gene differentiation coefficient
”_Total genetic diversity

®_Genetic diversity within subpopulation
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Table 3. Calculated indexes related to genetic diversity of common bean population

Pc”orggr Total Bands OOt Ff’oel;fﬁgtr%%ﬁ:rg PIC MI Na Ne H I
OPM9 15 8 53 04 32 2 167 037 055
0PO3 13 5 38 035 175 2 151 029 045
OPO10 6 66 037 222 2 139 026 042
OPBC?2 9 5 55 033 165 2 13 022 037
OPBD18 12 8 66 031 248 2 114 012 024
OPBD20 14 11 78 035 38 2 121 014 026
Mean 12 71 59 035 252 2 137 023 038

PIC: Polymorphism Information Content, MI: Marker index, Na: Observed number of alleles, Ne: Efficient number of alleles, H:
Neis gene diversity, I: Shannons information index
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Table 4. Calculated indexes related to genetic diversity between subpopulations of common bean

primer Nm Gst Hs Ht
OPM9 6.5 0.5 0.24 0.37
OPO3 6.21 0.23 0.18 0.29
OPO10 2.6 0.2 0.2 0.26
OPBC2 7.9 0.15 0.17 0.22
OPBD18 48 0.04 0.11 0.12
OPBD20 12 0.07 0.12 0.14
Mean 138 0.28 0.17 0.23

Nm: Gene flow, Gst: Gene differentiation coefficient, Hs: Genetic diversity within subpopulation, Ht:Total genetic diversity
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Figure 1. Cluster analysis of 75 common bean using UPGMA method based on RAPD data
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