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DQ060426.1| Cryptosporidium andersoni strain zzca heat shock protein 70-like gene, partial sequence
Length=1968, Score = 1478 bits (800), Expect = 0.0, Identities = 800/800 (100%), Gaps = 0/800 (0%)

EU407239 1 TGGATTCTTTGTTCGAAGGTATTGACTACTTTGTATCTATAAGTCGTGCAAGATTTGAGG 60

(I
DQO60426.1 831 TGGATTCTTTGTTCGAAGGTATTGACTACTTTGTATCTATAAGTCGTGCAAGATTTGAGG 890

EU407239 61 AACTTTGTTCTGATATTTCCGTGGCACATTAGCTCCAGTAGAGAAGGTATTAAAAGATTC 120

(I
DQ060426.1 891 AACTTTGTTCTGATATTTCCGTGGCACATTAGCTCCAGTAGAGAAGGTATTAAAAGATTC 950

EU407239 121 TGGAATGGATAAGAGGTCAGTACCATGATGTTGTATTAGTAGGTGGTTCAACCCGGTATT 180

HHHIHIIHHHHIHH\H\H\H\||HHIIHHIIHIHHIHII
DQ060426.1 951 TGGAATGGATAAGAGGTCAGTA ATGTTGTATTAGTAGGTGGTTCAACCCGGTATT 1010

EU407239 181 CCAAAGGTACAACAATTAATTCAAGAATTCTTTAATGGTAAGGAACCATGCAAGGCAATT 240

(I
DQ060426.1 1011 CCAAAGGTACAACAATTAATTCAAGAATTCTTTAATGGTAAGGAACCATGCAAGGCAATT 1070

EU407239 241 AATCCAGATGAAGCTGTTGCTTATGGTGCTGCAGTTCAAGCAGCAATCTTAAATGGTGAA 300

(I,
DQ060426.1 1071 AATCCAGATGAAGCTGTTGCTTATGGTGCTGCAGTTCAAGCAGCAATCTTAAATGGTGAA 1130

EU407239 301 CAGTCATCAGTAGTGCAAGATTTATTGTTATTGGATGTTGCTCCACTATCTTTAGGTTTG 360

(I
DQ060426.1 1131 CAGTCATCAGTAGTGCAAGATTTATTGTTATTGGATGTTGCTCCACTATCTTTAGGTTTG 1190

EU407239 361 GAAACAGCAGGTGGTGTTATGACAAAACTTATTGAACGTAATACTACCATTCCAGCAAAG 420

(A
DQ060426.1 1191 GAAACAGCAGGTGGTGTTATGACAAAACTTATTGAACGTAATACTACCATTCCAGCAAAG 1250

EU407239 421 AAAACTCAAGTATTCACAACATATGCTGATAACCAGAGTGGTGTACTTATTCAAGTATTT 480

(A
DQ060426.1 1251 AAAACTCAAGTATTCACAACATATGCTGATAACCAGAGTGGTGTACTTATTCAAGTATTT 1310

EU407239 481 GAAGGTGAACGTGCAATGACAAAAGATAATCACTTACTAGGTAAATTCCATTTAGATGGT 540

(A"
DQ060426.1 1311 GAAGGTGAACGTGCAATGACAAAAGATAATCACTTACTAGGTAAATTCCATTTAGATGGT 1370

EU407239 541 ATTCCACCAGCTCCACGTGGTGTACCACAAATTGAAGTAACTTTTGATATTGATGCAAAT 600

U aRacaauaamgn
DQ060426.1 1371 ATTCCACCAGCTCCACGTGGTGTACCACAAATTGAAGTAACTTTTGATATTGATGCAAAT 1430

EU407239 601 GGCATTTTAAATGTATCAGCAGTTGACAAGAGTACCGGTAAGAGCAGCAAGATTACGATT 660

(NI
DQ060426.1 1431 GGCATTTTAAATGTATCAGCAGTTGACAAGAGTACCGGTAAGAGCAGCAAGATTACGATT 1490

EU407239 661 ACTAATGATAAAGGTCGTTTATCAAAGGAAGATATTGAACGTATGGTTAATGATGCTGAG 720

NI
DQ060426.1 1491 ACTAATGATAAAGGTCGTTTATCAAAGGAAGATATTGAACGTATGGTTAATGATGCTGAG 1550

EU407239 721 AAATATAAAAATGAGGATGAACAGAATCGTGAAAAGATTGAAGCTAAGAATTCTTTGGAA 780

U0 RO R Nai
DQ060426.1 1551 AAATATAAAAATGAGGATGAACAGAATCGTGAAAAGATTGAAGCTAAGAATTCTTTGGAA 1610

EU407239 781 AATTACTTGTACAATATGAG 800

(I
DQ060426.1 1611 AATTACTTGTACAATATGAG 1630
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Abstract: Cryptosporidiosis is one of the most important parasitic infection in sheep. The aim of the
present study, was to identify species of Cryptosporidium isolated from sheep in Tehran province
based on HSP70 gene by Nested PCR-RFLP assay. In the first step 1485 faecal samples were
collected form sheep in Tehran province then the samples were examined for
Cryptosporidium detection using modified acid fast staining. In the second step DNA of the
positive samples were extracted, then gene of HSP70 was amplified by Nested-PCR in order to
differentiate between species. The PCR product was digested by Hind Il restriction enzyme.
According to the result, 22 positive sheep samples were detected by modified acid fast method. The
results were confirmed by molecular technique. The 800 bp fragment of HSP70 digested by restriction
enzymes. Twenty samples showed similar band on 2.5% agarose gel whereas 2 samples demonstrated
different pattern. Based on sequence results, the first and second groups were identified as
Cryptosporidium andersoni and C.parvum respectively. Generally, in spite of Cryptosporidium
parvum introduced as the major agent of cryptosporidiosis in sheep but in our study
Cryptosporidium andersoni was dominant.
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